1 



SEQUENCE LISTING 

<110> NG FONG POH, LISA 
REN, EE CHEE 

<12 0> METHODS AND COMPOUNDS FOR ALTERING THE LOAD OF 
HEPATITIS VIRUS 

<130> 033946-1401 

<140> 10/583,068 
<141> 2006-06-15 

<150> PCT/SG04/00368 
<151> 2004-11-12 

<150> 60/529,632 
<151> 2003-12-16 

<160> 136 

<170> Patentln Ver. 3.3 

<210> 1 

<211> 15 

<212> DNA 

<213 > Homo sapiens 

<400> 1 

atgattattc ctatg 



<210> 2 
<211> 19 
<212> RNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
siRNA sequence 

<400> 2 

gcaguauucu ggaaaguuu 



<210> 3 
<211> 21 
<212> DNA 
<213> Homo 

<400> 3 
aagcagtat t 



sapiens 
ctggaaagtt t 



<210> 4 
<211> 19 
<212> RNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
siRNA sequence 

<400> 4 

cgaugaaacc uaugauuau 



<210> 5 
<211> 21 
<212> DNA 
<213>Homo sapiens 

<400> 5 

tacgatgaaa cctatgatta t 



<210> 6 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Combined DNA/RNA Molecule: 
Synthetic siRNA sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
siRNA sequence 

<400>. 6 

cuugggacuc ugcaauagat t 



<210> 7 
<211> 21 
<212> DNA 

<213> Homo sapiens 
<400> 7 

aacttgggac tctgcaatag a 



<210> 8 - 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Combined DNA/RNA Molecule: 
Synthetic siRNA sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
siRNA sequence 



<400> 8 

gaauauuaag gcucuccgut t 



<210> 9 
<211> 23 
<212> DNA 

<213> Homo sapiens 
<400> 9 

aagaatatta aggctctctc cgt 



<210> 10 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Combined DNA/RNA Molecule: 
Synthetic siRNA sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
siRNA sequence 

<400> 10 

aggacgugca cagccuuaut t 



<210> 11 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 11 

aaaggacgtg cacagcctta t 



<210> 12 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
probe 

<400> 12 

agactgtgtg tttaatgagt gggaggag 



<210> 13 
<211> 28 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
probe 

<400> 13 

agttggggga ggagattagg ttaaaggt 



<210> 14 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
probe 

<400> 14 

agactgtgtg tttaatgcgt gggaggag 



<210> 15 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
probe 

<400> 15 

agttggggga ggaggttagg ttaaaggt 



<210> 16 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 16 

taaaaggaat tcaatatgca aactgaacag 



<210> 17 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 17 

ctagtcctcg agttagaaaa actttccaga 



<210> 18 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 18 

taaaaggaat tcaatatgca aactgaacag 



<210> 19 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 19 

cttgcactcg agttagaatc cttcaacatc 



<210> 20 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 20 

gcacgcgtca acgaccgacc ttgagg 



<210> 21 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 21 

gcagatctac caatttatgc ctacagcctc 



<210> 22 

<211> 21 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 22 

99999 a 99 a 9 gttaggttaa a 



<210> 23 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 23 

99999 a 99 a 9 tttaggttaa a 

<210> 24 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 24 

gggggaggag cttaggttaa a 



<210> 25 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 25 

taaaaggaat tcaatatgca aactgaacag 



<210> 26 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 
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<400> 26 

ctagtcctcg agttagaaaa actttccaga 



<210> 27 
<211> 27 
<212> DNA 

<213> Artificial Sequence 



30 



<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 27 

ctccgtacag actttaatgc cagtgtt 27 



<210> 28 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 28 

gactgaaaca ctggcattaa agtctgt 



<210> 29 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 29 

cagaatgcac agtttttgct gcagaac 



<210> 30 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 30 

cacactgttc tgcagcaaaa actgtgc 



8 



<210> 31 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 31 

agtgtgaagc agttttctgg aaagttt 



<210> 32 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 32 

ttagaaaaac tttccagaaa actgctt 



<210> 33 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 33 

agtgtgaagc agtttgcaga tgttgaa 



<210> 34 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 34 

gaatccttca acatctgcaa actgctt 



<210> 35 
<211> 21 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 35 

agaccgttac gacggcatgg t 



<210> 36 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 36 

gatcgaagct cccgactcat g 



<210> 37 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 37 

cccttgctga cttaccggtt c 



<210> 38 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 38 

tgccttccac accaggtcgg t 



<210> 39 
<211> 16 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 



<400> 39 

Cys Ser Leu Asp Asn Pro Asp Tyr Gin Gin Asp Phe Phe Pro Lys Glu 
1 5 10 15 



<210> 40 
<211> 101 
<212> DNA 

<213> Hepatitis B virus 
<400> 40 

ggcatacttc aaagactgtt tgtttaaaga ctgggaggag ttgggggagg, agattagatt 
aaaggtcttt gtattaggag gctgtaggca taaattggtc t 



<210> 41 

<211> 37 

<212> DNA 

<213> Hepatitis B virus 



<400> 41 

ctgggaggag ttgggggagg agattaggtt aaaggta 



<210> 42 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 42 

ctgggaggag ttgggggagg agattaggtt aaaggta 



<210> 43 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 



<400> 43 

ctgggaggag ttgggggagg agattaggtt aaaggta 



<210> 44 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 44 

ctgggaggag ttgggggagg agattaggtt aaaggta 



<210> 45 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 



<400> 45 

ctgggaggag ttgggggagg agattaggtt aaaggta 



<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 46 

ctgggaggag ttgggggagg agattaggtt aaaggta 



<210> 47 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 



<400> 47 

ctgggaggag ttgggggagg agattaggtt aaaggta 



<210> 48 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 48 

actggaggag ttgggggagg agattaggct aaaggta 



<210> 49 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 



<400> 49 

ctgggaggag ttgggggagg agtttaggtt aaaggta 



<210> 50 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 50 

ctgggaggag ttgggggagg agattaggtt aaaggta 



<210> 51 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 



<400> 51 

gtgggaggag ttgggggagg agattaggtt aaaggta 



<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 52 

ctgggaggag ttgggggagg agattaggtt aaaggta 



<210> 53 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 



<400> 53 

ctgggaggag ttgggggagg agattaggtt aaaggta 



<210> 54 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 



<400> 54 

gtgggaggag ttgggggagg aggttaggtt aaaggta 



<210> 55 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 



<400> 55 

gtgggaggag ttgggggagg aggttaggtt aaaggt 



<210> 56 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 



<400> 56 

ctgggaggag ttgggggagg aggttaggtt aaaggt 



<210> 57 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 



<400> 57 

gtgggaggag ttgggggagg agattaggtt aaaggt 



<210> 58 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 



<400> 58 

gtgggaggag ttgggggagg agattaggtt aaaggta 



<210> 59 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 59 

gtggg a 99 a g ttgggggagg agattaggtt aaaggta 



<210> 60 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 60 

ctgggaggag ttgggggagg agatcaggtt aaatgaa 



<210> 61 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 61 

ctgggaggag ttgggggagg aggttaggtt aaatgaa 



<210> 62 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 62 

ctgggaggag ttgggggagg agactagatt aaatgaa 



<210> 63 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 63 

ctgggaggag ttgggggagg agattaggtt aaaggta 



<210> 64 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 



<400> 64 

ctgggaggag ttgggggagg aggttaggtt aaaggta 
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<210> 65 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 65 

ctgggaggag ttgggggagg agattagatt aaatgaa 3 7 



<210> 66 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 66 

gtgggaggag ttgggggcgg aggctaggtt aaaggta 3 7 



<210> 67 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 67 

gtgggaggag ttgggggagg agatgaggtt aaaggta 3 7 



<210> 68 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 68 

gtgggaggag ttgggggtgg aggttaggtt aaaggta 3 7 



<210> 69 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 69 

ctgggaggag ttgggggagg agattacgtt aaatgaa 37 



<210> 70 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 



<400> 70 

ctgggaggag ttgggggagg agattaggac aaaggta 



37 



15 



<210> 71 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 71 

ctgggaggag ttgggggsgg agattaggtt aaaggta 



<210> 72 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 72 

ctgggaggag ttgggggagg aggttaggtt aaaggta 



<210> 73 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 73 

ctgggaggag ttgggggagg aggttaggtt aaaggta 



<210> 74 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 74 

gtgggaggag ttgggggagg aggttaggtt aaaggta 



<210> 75 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 75 

ctgggaggag ttgggggagg aggttaggtt aaaggta 



<210> 76 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 76 

ctgggaggag ttgggggagg agattaggtt aaaggta 



<210> 77 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 



<400> 77 

ctgggaggag ttgggggagg aggttaggtt aaaggta 



<210> 78 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 78 

ctgggaggag ttgggggagg aggttaggtt aaaggta 



<210> 79 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 79 

ctgggaggag ttgggggagg aggttaggtt aaaggta 



<210> 80 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 80 

ctgggaggag ttgggggagg aggttaggtt aaaggta 



<210> 81 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 81 

ctgggaggag ttgggggagg agattaggtt aaaggta 



<210> 82 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 82 

ctgggaggag ttgggggagg agtttaggtt aaaggta 



<210> 83 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 



<400> 83 

gtgggaggag ttgggggagg aggttaggtt aaaggta 



<210> 84 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 84 

ctgggaggag ttgggggagg agattaggtt aaatgta 



<210> 85 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 85 

ctgggaggag ttgggggagg aggttaggtt aaaggta 



<210> 86 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 86 

ctgggaggag ttgggggagg agattaggtt aaaggta 



<210> 87 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 87 

gtgggaggag ttgggggagg aggttaggtt aaaggta 



<210> 88 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 88 

gtgggaggag ttgggggagg aggttaggtt aaaggta 



<210> 89 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 



<400> 89 

ctgggaggag ttgggggagg aggttaggtt aaaggta 
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<210> 90 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 90 

gtgggaggtg ttgggggagg aggttaggtt aaatgaa 



<210> 91 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 91 

ctgggaggag ttgggggagg aggttaggtt aaaggta 



<210> 92 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 92 

ctgggaggag ttgggggagg aggttaggtt aaaggta 



<210> 93 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 93 

ctgggaggag ttgggggagg agactaggtt aaaggta 



<210> 94 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 94 

ctgggaggag ttgggggagg aggttaggtt aaaggta 



<210> 95 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 95 

ctggggagga ttgggggagg aggttaggtt aaaggta 



<210> 96 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
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<400> 96 

ctgggaggag ttgggggagg aggttaggtt aaaggta 37 



<210> 97 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 97 

ctgggaggag tt: 99999 a 99 aggttaggtt aaaggta 3 7 



<210> 98 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 98 

ctgggaggag ttgggggagg aggttaggtt aaaggta 3 7 



<210> 99 
<211> 37 
<212> DNA 

<213> Hepatitis B virus 
<400> 99 

gtgggaggag ttgggggagg aggttaggtt aaaggta 37 



<210> 100 
<211> 118 
<212> DNA 

<213> Hepatitis B virus 
<400> 100 

gaccgacctt gaggcatact tcaaagactg tttgtttaaa gactgggagg agttggggga 60 
ggagattagg ttaaaggtct ttgtactagg aggctgtagg cataaattgg tctgttca 118 



<210> 101 
<211> 1392 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (1389) 

<400> 101 

atg gaa act gaa cag cca gaa gaa acc ttc cct aac act gaa acc aat 48 
Met Glu Thr Glu Gin Pro Glu Glu Thr Phe Pro Asn Thr Glu Thr Asn 
15 10 15 
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ggt gaa ttt ggt aaa cgc cct gca gaa gat atg gaa gag gaa caa gca 96 
Gly Glu Phe Gly Lys Arg Pro Ala Glu Asp Met Glu Glu Glu Gin Ala 
20 25 30 

ttt aaa aga tct aga aac act gat gag atg gtt gaa tta cgc att ctg 144 
Phe Lys Arg Ser Arg Asn Thr Asp Glu Met Val Glu Leu Arg lie Leu 
35 40 45 

ctt cag age aag aat get ggg gca gtg att gga aaa gga ggc aag aat 192 
Leu Gin Ser Lys Asn Ala Gly Ala Val lie Gly Lys Gly Gly Lys Asn 
50 55 60 

att aag get etc cgt aca gac tac aat gee agt gtt tea gtc cca gac 240 
lie Lys Ala Leu Arg Thr Asp Tyr Asn Ala Ser Val Ser Val Pro Asp 
65 70 75 80 

age agt ggc ccc gag cgc ata ttg agt ate agt get gat att gaa aca 288 
Ser Ser Gly Pro Glu Arg lie Leu Ser lie Ser Ala Asp lie Glu Thr 
85 90 95 

att gga gaa att ctg aag aaa ate ate cct ace ttg gaa gag ggc ctg 336 
lie Gly Glu lie Leu Lys Lys lie lie Pro Thr Leu Glu Glu Gly Leu 
100 105 110 

cag ttg cca tea ccc act gca ace age cag etc ccg etc gaa tct gat 384 
Gin Leu Pro Ser Pro Thr Ala Thr Ser Gin Leu Pro Leu Glu Ser Asp 
115, 120 125 

get gtg gaa tgc tta aat tac caa cac tat aaa gga agt gac ttt gac 432 
Ala Val Glu Cys Leu Asn Tyr Gin His Tyr Lys Gly Ser Asp Phe Asp 
130 135 140 

tgc gag ttg agg ctg ttg att cat cag agt eta gca gga gga att att 
Cys Glu Leu Arg Leu Leu lie His Gin Ser Leu Ala Gly Gly lie lie 
145 ~ 150 155 160 

ggg gtc aaa ggt get aaa att aaa gaa ctt cga gag aac act caa acc 
Gly Val Lys Gly Ala Lys He Lys Glu Leu Arg Glu Asn Thr Gin Thr 
165 170 175 

acc ate aag ctt ttc cag gaa tgc tgt cct cat tec act gac aga gtt 
Thr He Lys Leu Phe Gin Glu Cys Cys Pro His Ser Thr Asp Arg Val 
180 185 190 

gtt ctt att gga gga aaa ccc gat agg gtt gta gag tgc ata aag ate 624 
Val Leu He Gly Gly Lys Pro Asp Arg Val Val Glu Cys He Lys He 
195 200 205 

ate ctt gat ctt ata tct gag tct ccc ate aaa gga cgt gca cag cct 672 
He Leu Asp Leu He Ser Glu Ser Pro He Lys Gly Arg Ala Gin Pro 
210 215 220 



480 



528 



576 



tat gat ccc aat ttt tac gat gaa acc tat gat tat ggt ggt ttt aca 
Tyr Asp Pro Asn Phe Tyr Asp Glu Thr Tyr Asp Tyr Gly Gly Phe Thr 
225 230 235 240 



720 
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atg atg ttt gat gac cgt cgc gga cgc cca gtg gga ttt ccc atg egg 768 
Met Met Phe Asp Asp Arg Arg Gly Arg Pro Val Gly Phe Pro Met Arg 
245 250 255 

gga aga ggt ggt ttt gac aga atg cct cct ggt egg ggt ggg cgt ccc 816 
Gly Arg Gly Gly Phe Asp Arg Met Pro Pro Gly Arg Gly Gly Arg Pro 
260 265 270 

atg cct cca tct aga aga gat tat gat gat atg age cct cgt cga gga 864 
Met Pro Pro Ser Arg Arg Asp Tyr Asp Asp Met Ser Pro Arg Arg Gly 
275 280 285 

cca cct ccc cct cct ccc gga cga ggc ggc egg ggt ggt age aga get 912 
Pro Pro Pro Pro Pro Pro Gly Arg Gly Gly Arg Gly Gly Ser Arg Ala 
290 295 300 

egg aat ctt cct ctt cct cca cca cca cca cct aga ggg gga gac etc 960 
Arg Asn Leu Pro Leu Pro Pro Pro Pro Pro Pro Arg Gly Gly Asp Leu 
305 310 315 320 

atg gee tat gac aga aga ggg aga cct gga gac cgt tac gac ggc atg 1008 
Met Ala Tyr Asp Arg Arg Gly Arg Pro Gly Asp Arg Tyr Asp Gly Met 
325 330 335 

gtt ggt ttc agt get gat gaa act tgg gac tct gca ata gat aca tgg 1056 
Val Gly Phe Ser Ala Asp Glu Thr Trp Asp Ser Ala lie Asp Thr Trp 
340 345 350 



age cca tea gaa tgg cag atg get tat gaa cca cag ggt ggc tec gga 
Ser Pro Ser Glu Trp Gin Met Ala Tyr Glu Pro Gin Gly Gly Ser Gly 
355 360 365 



1104 



tat gat tat tec tat gca ggg ggt cgt ggc tea tat ggt gat ctt ggt 1152 
Tyr Asp Tyr Ser Tyr Ala Gly Gly Arg Gly Ser Tyr Gly Asp Leu Gly 
370 375 380 

gga cct att att act aca caa gta act att ccc aaa gat ttg get gga 1200 
Gly Pro He He Thr Thr Gin Val Thr He Pro Lys Asp Leu Ala Gly 
385 390 395 400 

tct att att ggc aaa ggt ggt cag egg 1 att aaa caa ate cgt cat gag 1248 
Ser He He Gly Lys Gly Gly Gin Arg He Lys Gin He Arg His Glu 
405 410 415 

teg gga get teg ate aaa att gat gag cct tta gaa gga tec gaa gat 1296 
Ser Gly Ala Ser He Lys He Asp Glu Pro Leu Glu Gly Ser Glu Asp 
420 425 430 

egg ate att ace att aca gga aca cag gac cag ata cag aat gca cag 1344 
Arg He He Thr He Thr Gly Thr Gin Asp Gin He Gin Asn Ala Gin 
435 440 445 

tat ttg ctg cag aac agt gtg aag cag tat tct gga aag ttt ttc taa 1392 
Tyr Leu Leu Gin Asn Ser Val Lys Gin Tyr Ser Gly Lys Phe Phe 
450 455 460 
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<210> 102 
<211> 463 
<212> PRT 

<213> Homo sapiens 
<400> 102 

Met Glu Thr Glu Gin Pro Glu Glu Thr Phe Pro Asn Thr Glu Thr Asn 
15 10 15 

Gly Glu Phe Gly Lys Arg Pro Ala Glu Asp Met Glu Glu Glu Gin Ala 
20 25 30 

Phe Lys Arg Ser Arg Asn Thr Asp Glu Met Val Glu Leu Arg lie Leu 
35 40 45 

Leu Gin Ser Lys Asn Ala Gly Ala Val lie Gly Lys Gly Gly Lys Asn 
5 0 55 6 0 

lie Lys Ala Leu Arg Thr Asp Tyr Asn Ala Ser Val Ser Val Pro Asp 
65 70 75 80 

Ser Ser Gly Pro Glu Arg lie Leu Ser lie Ser Ala Asp lie Glu Thr 
85 90 95 

lie Gly Glu lie Leu Lys Lys lie lie Pro Thr Leu Glu Glu Gly Leu 
100 105 110 

Gin Leu Pro Ser Pro Thr Ala Thr Ser Gin Leu Pro Leu Glu Ser Asp 
115 120 125 

Ala Val Glu Cys Leu Asn Tyr Gin His Tyr Lys Gly Ser Asp Phe Asp 
130 135 140 

Cys Glu Leu Arg Leu Leu lie His Gin Ser Leu Ala Gly Gly lie lie 
145 ^ 150 155 160 

Gly Val Lys Gly Ala Lys lie Lys Glu Leu Arg Glu Asn Thr Gin Thr 
165 170 175 

Thr lie Lys Leu Phe Gin Glu Cys Cys Pro His Ser Thr Asp Arg Val 
180 185 190 

Val Leu lie Gly Gly Lys Pro Asp Arg Val Val Glu Cys lie Lys lie 
195 200 205 

lie Leu Asp Leu lie Ser Glu Ser Pro lie Lys Gly Arg Ala Gin Pro 
210 215 220 

Tyr Asp Pro Asn Phe Tyr Asp Glu Thr Tyr Asp Tyr Gly Gly Phe Thr 
225 " 230 235 240 

Met Met Phe Asp Asp Arg Arg Gly Arg Pro Val Gly Phe Pro Met Arg 
245 250 255 



Gly Arg Gly Gly Phe Asp Arg Met Pro Pro Gly Arg Gly Gly Arg Pro 
260 265 270 



Met Pro Pro Ser Arg Arg Asp Tyr Asp Asp Met Ser Pro Arg Arg Gly 
275 280 285 



Pro Pro Pro Pro Pro 
290 

Arg Asn Leu Pro Leu 
305 

Met Ala Tyr Asp Arg 
325 

Val Gly Phe Ser Ala 
340 

Ser Pro Ser Glu Trp 
355 

Tyr Asp Tyr Ser Tyr 
370 

Gly Pro lie He Thr 
385 

Ser He lie Gly Lys 
405 

Ser Gly Ala Ser He 
420 • 

Arg He He Thr He 
435 

Tyr Leu Leu Gin Asn 
450 



Pro Gly Arg Gly Gly Arg 
295 

Pro Pro Pro Pro Pro Pro 
310 315 

Arg Gly Arg Pro Gly Asp 
330 

Asp Glu Thr Trp Asp Ser 
345 

Gin Met Ala Tyr Glu Pro 
360 

Ala Gly Gly Arg Gly Ser 
375 

Thr Gin Val Thr He Pro 
390 395 

Gly Gly Gin Arg He Lys 
410 

Lys He Asp Glu Pro Leu 
425 

Thr Gly Thr Gin Asp Gin 
440 

Ser Val Lys Gin Tyr Ser 
455 



Gly Gly Ser Arg Ala 
300 

Arg Gly Gly Asp Leu 
320 

Arg Tyr Asp Gly Met 
335 

Ala He Asp Thr Trp 
350 

Gin Gly Gly Ser Gly 
365 

Tyr Gly Asp Leu Gly 
380 

Lys Asp Leu Ala Gly 
400 

Gin He Arg His Glu 
415 

Glu Gly Ser Glu Asp 
430 

He Gin Asn Ala Gin 
445 

Gly Lys Phe Phe 
460 



<210> 103 

<211> 1395 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (1392) 

<400> 103 

atg gaa act gaa cag cca gaa gaa acc ttc cct aac act gaa acc aat 
Met Glu Thr Glu Gin Pro Glu Glu Thr Phe Pro Asn Thr Glu Thr Asn 
15 10 15 



ggt gaa ttt ggt aaa cgc cct gca gaa gat atg gaa gag gaa caa gca 
Gly Glu Phe Gly Lys Arg Pro Ala Glu Asp Met Glu Glu Glu Gin Ala 
20 25 3 0 
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ttt aaa aga tct aga aac act gat gag atg gtt gaa tta cgc att ctg 144 
Phe Lys Arg Ser Arg Asn Thr Asp Glu Met Val Glu Leu Arg lie Leu 
35 40 45 

ctt cag age aag aat get ggg gca gtg att gga aaa gga ggc aag aat 192 
Leu Gin Ser Lys Asn Ala Gly Ala Val lie Gly Lys Gly Gly Lys Asn 
50 55 60 

att aag get etc cgt aca gac tac aat gee agt gtt tea gtc cca gac 240 
lie Lys Ala Leu Arg Thr Asp Tyr Asn Ala Ser Val Ser Val Pro Asp 
65 70 75 80 

age agt ggc ccc gag cgc ata ttg agt ate agt get gat att gaa aca 288 
Ser Ser Gly Pro Glu Arg lie Leu Ser lie Ser Ala Asp lie Glu Thr 
85 90 95 

att gga gaa att ctg aag aaa ate ate cct ace ttg gaa gag ggc ctg 336 
lie Gly Glu lie Leu Lys Lys lie lie Pro Thr Leu Glu Glu Gly Leu 
100 105 110 

cag ttg cca tea ccc act gca ace age cag etc ccg etc gaa tct gat 384 
Gin Leu Pro Ser Pro Thr Ala Thr Ser Gin Leu Pro Leu Glu Ser Asp 
115 120 125 

get gtg gaa tgc tta aat tac caa cac tat aaa gga agt gac ttt gac 432 
Ala Val Glu Cys Leu Asn Tyr Gin His Tyr Lys Gly Ser Asp Phe Asp 
130 135 140 

tgc gag ttg agg ctg ttg att cat cag agt eta gca gga gga att att 480 
Cys Glu Leu Arg Leu Leu lie His Gin Ser Leu Ala Gly Gly lie lie 
145 ~ 150 155 160 

999 gtc aaa ggt get aaa att aaa gaa ctt cga gag aac act caa ace 528 
Gly Val Lys Gly Ala Lys lie Lys Glu Leu Arg Glu Asn Thr Gin Thr 
165 170 175 

ace ate aag ctt ttc cag gaa tgc tgt cct cat tec act gac aga gtt 576 
Thr lie Lys Leu Phe Gin Glu Cys Cys Pro His Ser Thr Asp Arg Val 
180 185 190 

gtt ctt att gga gga aaa ccc gat agg gtt gta gag tgc ata aag ate 624 
Val Leu lie Gly Gly Lys Pro Asp Arg Val Val Glu Cys lie Lys lie 
195 200 205 

ate ctt gat ctt ata tct gag tct ccc ate aaa gga cgt gca cag cct 
lie Leu Asp Leu lie Ser Glu Ser Pro lie Lys Gly Arg Ala Gin Pro 
210 215 220 

tat gat ccc aat ttt tac gat gaa ace tat gat tat ggt ggt ttt aca 
Tyr Asp Pro Asn Phe Tyr Asp Glu Thr Tyr Asp Tyr Gly Gly Phe Thr 
225 230 235 240 

atg atg ttt gat gac cgt cgc gga cgc cca gtg gga ttt ccc atg egg 768 
Met Met Phe Asp Asp Arg Arg Gly Arg Pro Val Gly Phe Pro Met Arg 
245 250 255 



672 



720 
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gga aga ggt ggt ttt gac aga atg cct cct ggt egg ggt ggg cgt ccc 816 
Gly Arg Gly Gly Phe Asp Arg Met Pro Pro Gly Arg Gly Gly Arg Pro 
260 265 270 

atg cct cca tct aga aga gat tat gat gat atg age cct cgt cga gga 864 
Met Pro Pro Ser Arg Arg Asp Tyr Asp Asp Met Ser Pro Arg Arg Gly 
275 280 285 

cca cct ccc cct cct ccc gga cga ggc ggc egg ggt ggt age aga get 912 
Pro Pro Pro Pro Pro Pro Gly Arg Gly Gly Arg Gly Gly Ser Arg Ala 
290 295 300 

egg aat ctt cct ctt cct cca cca cca cca cct aga ggg gga gac etc 960 
Arg Asn Leu Pro Leu Pro Pro Pro Pro Pro Pro Arg Gly Gly Asp Leu 
305 310 315 320 

atg gec tat gac aga aga ggg aga cct gga gac cgt tac gac ggc atg 1008 
Met Ala Tyr Asp Arg Arg Gly Arg Pro Gly Asp Arg Tyr Asp Gly Met 
325 330 335 

gtt ggt ttc agt get gat gaa act tgg gac tct gca ata gat aca tgg 1056 
Val Gly Phe Ser Ala Asp Glu Thr Trp Asp Ser Ala lie Asp Thr Trp 
340 345 350 

age cca tea gaa tgg cag atg get tat gaa cca cag ggt ggc tec gga 1104 
Ser Pro Ser Glu Trp Gin Met Ala Tyr Glu Pro Gin Gly Gly Ser Gly 
355 360 365 

tat gat tat tec tat gca ggg ggt cgt ggc tea tat ggt gat ctt ggt 1152 
Tyr Asp Tyr Ser Tyr Ala Gly Gly Arg Gly Ser Tyr Gly Asp Leu Gly 
370 375 380 

gga cct att att act aca caa gta act att ccc aaa gat ttg get gga 1200 
Gly Pro lie lie Thr Thr Gin Val Thr lie Pro Lys Asp Leu Ala Gly 
385 390 395 400 

tct att att ggc aaa ggt ggt cag egg att aaa caa ate cgt cat gag 1248 
Ser lie lie Gly Lys Gly Gly Gin Arg lie Lys Gin lie Arg His Glu 
405 410 415 

teg gga get teg ate aaa att gat gag cct tta gaa gga tec gaa gat 1296 
Ser Gly Ala Ser lie Lys lie Asp Glu Pro Leu Glu Gly Ser Glu Asp 
420 425 430 

egg ate att ace att aca gga aca cag gac cag ata cag aat gca cag 1344 
Arg lie lie Thr lie Thr Gly Thr Gin Asp Gin lie Gin Asn Ala Gin 
435 440 445 

tat ttg ctg cag aac agt gtg aag cag tat gca gat gtt gaa gga ttc 1392 
Tyr Leu Leu Gin Asn Ser Val Lys Gin Tyr Ala Asp Val Glu Gly Phe 
450 455 460 

taa 1395 
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<210> 104 
<211> 464 
<212> PRT 

<213> Homo sapiens 
<400> 104 

Met Glu Thr Glu Gin Pro Glu Glu Thr Phe Pro Asn Thr Glu Thr Asn 
15 10 15 

Gly Glu Phe Gly Lys Arg Pro Ala Glu Asp Met Glu Glu Glu Gin Ala 
20 25 30 

Phe Lys Arg Ser Arg Asn Thr Asp Glu Met Val Glu Leu Arg lie Leu 
3 5 4 0 4 5 

Leu Gin Ser Lys Asn Ala Gly Ala Val lie Gly Lys Gly Gly Lys Asn 
50 55 60 

lie Lys Ala Leu Arg Thr Asp Tyr Asn Ala Ser Val Ser Val Pro Asp 
65 70 75 80 

Ser Ser Gly Pro Glu Arg He Leu Ser He Ser Ala Asp He Glu Thr 
85 90 95 

He Gly Glu He Leu Lys Lys He He Pro Thr Leu Glu Glu Gly Leu 
100 105 HO 

Gin Leu Pro Ser Pro Thr Ala Thr Ser Gin Leu Pro Leu Glu Ser Asp 
115 120 • 125 

Ala Val Glu Cys Leu Asn Tyr Gin His Tyr Lys Gly Ser Asp Phe Asp 
130 135 140 

Cys Glu Leu Arg Leu Leu He His Gin Ser Leu Ala Gly Gly He He 
145 150 155 160 

Gly Val Lys Gly Ala Lys He Lys Glu Leu Arg Glu Asn Thr Gin Thr 
165 170 175 

Thr He Lys Leu Phe Gin Glu Cys Cys Pro His Ser Thr Asp Arg Val 
180 185 190 

Val Leu He Gly Gly Lys Pro Asp Arg Val Val Glu Cys He Lys He 
195 200 205 

He Leu Asp Leu He Ser Glu Ser Pro He Lys Gly Arg Ala Gin Pro 
210 215 220 

Tyr Asp Pro Asn Phe Tyr Asp Glu Thr Tyr Asp Tyr Gly Gly Phe Thr 
225 230 235 240 

Met Met Phe Asp Asp Arg Arg Gly Arg Pro Val Gly Phe Pro Met Arg 
245 250 255 



Gly Arg Gly Gly Phe Asp Arg Met Pro Pro Gly Arg Gly Gly Arg Pro 
260 265 270 
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Met Pro Pro Ser Arg Arg Asp Tyr Asp Asp Met Ser Pro Arg Arg Gly 
275 280 285 

Pro Pro Pro Pro Pro Pro Gly Arg Gly Gly Arg Gly Gly Ser Arg Ala 

290 295 300 



Arg Asn Leu Pro 
305 

Met Ala Tyr Asp 



Val Gly Phe Ser 
340 

Ser Pro Ser Glu 
355 

Tyr Asp Tyr Ser 
370 

Gly Pro lie lie 
385 

Ser He He Gly 



Ser Gly Ala Ser 
420 

Arg He lie Thr 
435 

Tyr Leu Leu Gin 
450 



Leu Pro Pro Pro 
310 

Arg Arg Gly Arg 
325 

Ala Asp Glu Thr 



Trp Gin Met Ala 
360 

Tyr Ala Gly Gly 
375 

Thr Thr Gin Val 
390 

Lys Gly Gly Gin 
405 

He Lys He Asp 



He Thr Gly Thr 
440 

Asn Ser Val Lys 
455 



Pro Pro Pro Arg 
315 

Pro Gly Asp Arg 
330 

Trp Asp Ser Ala 
345 

Tyr Glu Pro Gin 



Arg Gly Ser Tyr 
380 

Thr He Pro Lys 
395 

Arg He Lys Gin 
410 

Glu Pro Leu Glu 
425 

Gin Asp Gin He 



Gin Tyr Ala Asp 
460 



Gly Gly Asp Leu 
320 

Tyr- Asp Gly Met 
335 

He Asp Thr Trp 
350 

Gly Gly Ser Gly 
365 

Gly Asp Leu Gly 



Asp Leu Ala Gly 
400 

He Arg His Glu 
415 

Gly Ser Glu Asp 
430 

Gin Asn Ala Gin 
445 

Val Glu Gly Phe 



<210> 105 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
probe 

<400> 105 

agactgtgtg tttactgcgt gggaggag 



<210> 106 
<211> 101 
<212> DNA 

<213> Hepatitis B virus 



<400> 106 

ggcatacttc aaagactgtt tgtttaatga ctgggaggag ttgggggagg agattagatt 60 



28 



aaaggtcttt gtattaggag gctgtaggca taaattggtc t 



<210> 107 
<211> 9 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 107 

Asp Leu Ala Gly Ser lie lie Gly Lys 
1 5 



<210> 108 
<211> 9 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 108 

Gly Gly Asp Leu Met Ala Tyr Asp Arg 
1 5 



<210> 109 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 109 

Val Val Leu lie Gly Gly Lys Pro Asp Arg 
15 10 



<210> 110 
<211> 9 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 110 

Gly Ser Asp Phe Asp Cys Glu Leu Arg 
1 5 
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<210> 111 
<211> 9 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 111 

Asn Thr Asp Glu Met Val Glu Leu Arg 
1 5 



<210> 112 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 112 

Gly Gly Asp Leu Met Ala Tyr Asp Arg Arg 
1 " 5 10 



<210> 113 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 113 

Gly Gly Asp Leu Met Ala Tyr Asp Arg Arg 
15 10 



<210> 114 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
pept ide 



<400> 114 

Asn Leu Pro Leu Pro Pro Pro Pro Pro Pro Arg 
15 10 
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<210> 115 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 115 

Asn Leu Pro Leu Pro Pro Pro Pro Pro Pro Arg 
15 10 



<210> 116 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 116 

Asn Leu Pro Leu Pro Pro Pro Pro Pro Pro Arg 
1 5 10 



<210> 117 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 117 

lie Asp Glu Pro Leu Glu Gly Ser Glu Asp Arg 
1 5 10 



<210> 118 
<211> 12 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 



<400> 118 

lie lie Leu Asp Leu lie Ser Glu Ser Pro lie Lys 
15 10 
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<210> 119 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 119 

Ser Arg Asn Thr Asp Glu Met Val Glu Leu Arg 
15 10 



<210> 120 
<211> 15 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 120 

Leu Leu lie His Gin Ser Leu Ala Gly Gly lie lie Gly Val Lys 
15 10 15 



<210> 121 
<211> 12 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 121 

lie lie Pro Thr Leu Glu Glu Tyr Gin His Tyr Lys 
15 10 



<210> 122 
<211> 12 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 



<400> 122 

Leu Phe Gin Glu Cys Cys Pro His Ser Thr Asp Arg 
15 10 



r 



32 

<210> 123 
<211> 14 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 123 

lie lie Leu Asp Leu lie Ser Glu Ser Pro lie Lys Gly Arg 
15 10 



<210> 124 
<211> 14 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 124 

Arg Pro Ala Glu Asp Met Glu Glu Glu Gin Ala Phe Lys Arg 
15 10 



<210> 125 
<211> 17 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 125 

Thr Asp Tyr Asn Ala Ser Val Ser Val Pro Asp Ser Ser Gly Pro Glu 
1 5 10 15 

Arg 



<210> 126 
<211> 17 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 



<400> 126 

Thr Asp Tyr Asn Ala Ser Val Ser Val Pro Asp Ser Ser Gly Pro Glu 
15 10 15 
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Arg 



<210> 127 
<211> 17 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 127 

Ala Leu Arg Thr Asp Tyr Asn Ala Ser Val Ser Val Pro Asp Ser Ser 
15 10 15 

Gly 



<210> 128 
<211> 460 
<212> PRT 

<213> Homo sapiens 



<400> 128 
Met Glu Thr Glu 
1 

Gly Glu Phe Gly 
20 

Phe Lys Arg Ser 
35 

Leu Gin Ser Lys 
50 

lie Lys Ala Leu 
65 

Ser Ser Gly Pro 



lie Gly Glu He 
100 

Gin Leu Pro Ser 
115 

Ala Val Glu Cys 
130 



Gin Pro Glu Glu 
5 

Lys Arg Pro Ala 



Arg Asn Thr Asp 
4 0 

Asn Ala Gly Ala 
55 

Arg Thr Asp Tyr 
70 

Glu Arg He Leu 
85 

Leu Lys Lys He 



Pro Thr Ala Thr 
120 

Leu Asn Tyr Gin 
135 



Thr Phe Pro Asn 
10 

Glu Asp Met Glu 

25 

Glu Met Val Glu 



Val He Gly Lys 
60 

Asn Ala Ser Val 
75 

Ser He Ser Ala 
90 

He Pro Thr Leu 
105 

Ser Gin Leu Pro 



His Tyr Lys Gly 
140 



Thr Glu Thr Asn 
15 

Glu Glu Gin Ala 
30 

Leu Arg He Leu 
45 

Gly Gly Lys Asn 



Ser Val Pro Asp 
80 

Asp He Glu Thr 
95 

Glu Glu Gly Leu 
110 

Leu Glu Ser Asp 
125 

Ser Asp Phe Asp 



Cys Glu Leu Arg Leu Leu He His Gin Ser Leu Ala Gly Gly He He 
145 150 155 160 
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Gly Val Lys Gly Ala Lys lie Lys Glu Leu Arg Glu Asn Thr Gin Thr 
165 170 175 

Thr lie Lys Leu Phe Gin Glu Cys Cys Pro His Ser Thr Asp Arg Val 
180 185 190 

Val Leu lie Gly Gly Lys Pro Asp Arg Val Val Glu Cys lie Lys lie 
195 200 205 

lie Leu Asp Leu lie Ser Glu Ser Pro lie Lys Gly Arg Ala Gin Pro 
210 215 220 

Tyr Asp Pro Asn Phe Tyr Asp Glu Thr Tyr Asp Tyr Gly Gly Phe Thr 
225 230 235 240 

Met Met Phe Asp Asp Arg Arg Gly Arg Pro Val Gly Phe Pro Met Arg 
245 250 255 

Gly Arg Gly Gly Phe Asp Arg Met Pro Pro Gly Arg Gly Gly Arg Pro 
260 265 270 

Met Pro Pro Ser Arg Arg Asp Asp Tyr Asp Asp Met Ser Pro Arg Arg 
275 280 285 

Gly Pro Pro Pro Pro Pro Pro Gly Arg Gly Gly Ser Arg Ala Arg Asn 
290 295 300 

Leu Pro Leu Pro Pro Pro Pro Pro Pro Arg Gly Gly Asp Leu Met Ala 
305 310 315 320 

Tyr Asp Arg Arg Gly Arg Pro Gly Asp Arg Tyr Asp Gly Met Val Gly 
325 330 335 

Phe Ser Ala Asp Glu Thr Trp Asp Ser Ala lie Asp Thr Trp Ser Pro 
340 345 350 

Ser Glu Trp Gin Met Ala Tyr Glu Pro Gin Gly Gly Ser Gly Tyr Asp 
355 360 365 

Tyr Ser Tyr Ala Gly Gly Arg Gly Ser Tyr Gly Asp Leu Gly Gly Pro 
370 375 380 

lie lie Thr Thr Gin Val Thr lie Pro Lys Asp Leu Ala Gly Ser lie 
385 390 395 400 

lie Gly Lys Gly Gly Gin Arg lie Lys Gin lie Arg His Glu Gly Ala 
405 410 415 

Ser lie Lys lie Asp Glu Pro Leu Glu Gly Ser Glu Asp Arg lie lie 
420 425 430 

Thr lie Thr Gly Thr Gin Asp Gin lie Gin Asn Ala Gin Tyr Leu Leu 
435 440 445 

Gin Asn Ser Val Lys Gin Tyr Ser Gly Lys Phe Phe 
450 455 460 



<210> 129 
<211> 461 
<212> PRT 

<213> Homo sapiens 
<400> 129 

Met Glu Thr Glu Gin Pro Glu Glu Thr Phe Pro Asn Thr Glu Thr Asn 
15 10 15 

Gly Glu Phe Gly Lys Arg Pro Ala Glu Asp Met Glu Glu Glu Gin Ala 
20 25 30 

Phe Lys Arg Ser Arg Asn Thr Asp Glu Met Val Glu Leu Arg lie Leu 
35 40 45 

Leu Gin Ser Lys Asn Ala Gly Ala Val lie Gly Lys Gly Gly Lys Asn 
50 55 60 

lie Lys Ala Leu Arg Thr Asp Tyr Asn Ala Ser Val Ser Val Pro Asp 
65 70 75 80 

Ser Ser Gly Pro Glu Arg lie Leu Ser lie Ser Ala Asp lie Glu Thr 
85 90 95 

lie Gly Glu lie Leu Lys Lys lie lie Pro Thr Leu Glu Glu Gly Leu 
100 105 110 

Gin Leu Pro Ser Pro Thr Ala Thr Ser Gin Leu Pro Leu Glu Ser Asp 
115 120 125 

Ala Val Glu Cys Leu Asn Tyr Gin His Tyr Lys Gly Ser Asp Phe Asp 
130 135 140 

Cys Glu Leu Arg Leu Leu lie His Gin Ser Leu Ala Gly Gly lie lie 
145 150 155 160 

Gly Val Lys Gly Ala Lys He Lys Glu Leu Arg Glu Asn Thr Gin Thr 
165 170 175 

Thr He Lys Leu Phe Gin Glu Cys Cys Pro His Ser Thr Asp Arg Val 
180 185 190 

Val Leu He Gly Gly Lys Pro Asp Arg Val Val Glu Cys He Lys He 
195 200 205 

He Leu Asp Leu He Ser Glu Ser Pro lie Lys Gly Arg Ala Gin Pro 
210 215 220 

Tyr Asp Pro Asn Phe Tyr Asp Glu Thr Tyr Asp Tyr Gly Gly Phe Thr 
225 230 235 240 

Met Met Phe Asp Asp Arg Arg Gly Arg Pro Val Gly Phe Pro Met Arg 
245 250 255 



Gly Arg Gly Gly Phe Asp Arg Met Pro Pro Gly Arg Gly Gly Arg Pro 
260 265 270 



Met Pro Pro Ser Arg Arg Asp Asp Tyr Asp Asp Met Ser Pro Arg Arg 
275 280 285 



Gly Pro Pro Pro Pro 
290 

Leu Pro Leu Pro Pro 
305 

Tyr Asp Arg Arg Gly 
325 

Phe Ser Ala Asp Glu 
340 

Ser Glu Trp Gin Met 
355 

Tyr Ser Tyr Ala Gly 
370 

lie lie Thr Thr Gin 
385 

lie Gly Lys Gly Gly 
405 

Ser lie Lys lie Asp 
420 

Thr lie Thr Gly Thr 
435 

Gin Asn Ser Val Lys 
450 



Pro Pro Gly Arg Gly Gly 
295 

Pro Pro Pro Pro Arg Gly 
310 315 

Arg Pro Gly Asp Arg Tyr 
330 

Thr Trp Asp Ser Ala lie 
345 

Ala Tyr Glu Pro Gin Gly 
360 

Gly Arg Gly Ser Tyr Gly 
375 

Val Thr lie Pro Lys Asp 
390 395 

Gin Arg lie Lys Gin lie 
410 

Glu Pro Leu Glu Gly Ser 
425 

Gin Asp Gin lie Gin Asn 
440 

Gin Tyr Ala Asp Val Glu 
455 



Ser Arg Ala Arg Asn 
300 

Gly Asp Leu Met Ala 
320 

Asp Gly Met Val Gly 
335 

Asp Thr Trp Ser Pro 
350 

Gly Ser Gly Tyr Asp 
365 

Asp Leu Gly Gly Pro 
380 

Leu Ala Gly Ser He 
400 

Arg His Glu Gly Ala 
415 

Glu Asp Arg He lie 
430 

Ala Gin Tyr Leu Leu 
445 

Gly Phe 
460 



<210> 130 
<211> 25 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
peptide 

<400> 130 

Arg Pro Ala Glu Asp Met Glu Glu 
1 5 

Asn Thr Asp Glu Met Val Glu Leu 
20 



Sequence: Synthetic 



Glu Gin Ala Phe Lys Arg Ser Arg 
10 15 

Arg 
25 



<210> 131 
<211> 17 
<212> PRT 
<213> Artificial 



Sequence 
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<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 131 

Ala Leu Arg Thr Asp Tyr Asn Ala Ser Val Ser Val Pro Asp Ser Ser 
15 10 15 



Gly 



<210> 132 
<211> 24 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 132 

Gly Ser Asp Phe Asp Cys Glu Leu Arg Leu Leu lie His Gin Ser Leu 
15 10 15 

Ala Gly Gly lie lie Gly Val Lys 
20 



<210> 133 
<211> 22 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 133 

Leu Phe Gin Glu Cys Cys Pro His Ser Thr Asp Arg Val Val Leu lie 
1 5 10 15 

Gly Gly Lys Pro Asp Arg 
20 



<210> 134 
<211> 14 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 
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<400> 134 

lie lie Leu Asp Leu lie Ser Glu Ser Pro lie Lys Gly Arg 
15 10 



<210> 135 
<211> 21 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 135 

Asn Leu Pro Leu Pro Pro Pro Pro Pro Pro Arg Gly Gly Asp Leu Met 
15 10 15 

Ala Tyr Asp Arg Arg 
20 



<210> 136 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 



<400> 136 

lie Asp Glu Pro Leu Glu Gly Ser Glu Asp Arg 
15 10 



